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B:naldo XF, Ler.r;cr: Sea: 



_ n I J t ~ a w n ^ t:^ cr ^ . . .... ^ . 

a very c:wer::ul accr: 



_jcr. ^- — ; 



ie r_^.<r\ ^icraries mar are 



utative^v, excresse:; sequences r 
r r. e c r c c e s 3 i_ r. ^.^ c 1 '/ e ci i r. r r. e 

ces can be idencifiec cepends cc 
sed. Because altcgecner, in a cy 
cer^neiiiace freauen^y classes ccrr 



^s-^s is des:.:ned cc ceccn;e eve rwceln. in g r-E'lacively early cn an\ 



: jrr.crcmis.i n: 



:^ seen ef"f::.rt5, ^revicuscy w 
?d ncrn.alizeu c2)\k libraries 
anc fetal liver/sc.Le^ 



1 r c c s t 



gene liscDvery c^.rc c ran.s , 
Witn cne gcal. :f fa::ilic. 
C'jnst ruct oi re :t .lonally 

generate in fan: brain [ll^lB] anc reta^ ^iver^ 
wni :h a :ocaI jf •^5,19z anc 36,J&B expresseo sequence tag.3, rt-sr e ct c ve n/ , n..v^; 
been der.ivec. VCh.i ie irf:crcving cne reorc-senca: i.cn cf the i:^nqesc c:";::As in ".ur 
.i i ra r ie.r , we ::evel3ced cnree aiditicns.i c.ecncds t c ncr::cai.:ze :ciii7^ : r r ;:i n-s a: 
generscec c^ver 3.5 libraries, n.cst cf wnitn na\-G r.een cent r:cucec cc c\:r 
.mregraceo Nic^lecuiar Anaiysls zt ^lenrnes ^no Ticeir Fxpress.ion ii'lAGE; Ccnscrcn.. 
and thus distribuce:i widely ani used fc^r sequencing and mapping. In an atcerr.pc 
cci fa:il.itace :ice process cf gene d.iscC'Very turcber, we have also developed a 
sut't r act i ve nyr r idi cat Icn apprzacn designed specifically tC' elirriinate (or redu: 
s i.gni f leant I y :he representation of) large pcols of arrayeu and (mostly) 
sequencec ciones frtm: norm.al:.zed libraries yet tC' be (or just partly) surveyed. 
Here we cre.5en: a detailed des uript ic^n and a oomr'arative analysis of four 
metnojs that we dev- 
hurr.an ( 1 .5 ) , mcc-se ( 

In addition, we des tribe the construction and preliminary characterization o: 
sut'tracted liver ^spleen library (INFLS-SI) that resulted from the eliminatlo: 



:ced and used tC' oenerate n't^rmalize cfiNA libraries fromi 
rat [2], as well as the oarasite Schistosoma mansoni 



or reducticn cf representation) of -5:0u INFLS-IMAGE ^-In- 
..ibrary . 
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dcEST :d: 
EST r.ar.e: 
GenEar.k Acc: 
GenEawk gi : 



EF54:35" 



■:3- 



CLorJE irJFo 

Clone Id: 
Scarce: 

Id as DNA: 
Id in host : 
DMA type: 

PRIMERS 
Sequencing: 
PclyA Tail : 



CI-R-V:-ai:g-a-: j->"I z ' . 

The un.:v^er3iry of Iov;a Frograc. for Ra^ Sen^ 
Mapping iVal Sheffiel::i, Eentc Scares and T: 
UI-R-y 3-ab g-a-03-O-TI 
TI-R-YO-ah ?-a-03 . rl 



M13 Ecr^;ard 
Unknown 



.nd 



SEQUENCE 



CACGACGCTGAT3TTCT :;tccttcaca2ttccttc:agtcagacatcttcgcaaagaata 

'iGA3GCT--.:ST CC 3 3 :ACA 3 3TC :G 3GA 3CAGTCAi3TCCAGTCTCCCCAGGCATCCCAGTT 
J 3CATCTTIGT 311 3ATC 3 3A STGAGCATTT'^^TTGAGGTCTGATCATCATAGCGGTATGT 
GAG 3AACT 3TTCCCCTI3TG-3TATC TTC rAGAAAGCTT':CCT'3AGGAGAGAGTGCGAACTC 
AGGAAGG;^AGTAGGCTC :A3GA3ACTTCTCTGCTGTGGCCTGCAGGAGACCAGAGACTGT 
AAAGATCATTCGTGTCAG 3AG 3CA :CAGGATCCTTTCCAGAAA jCCATGGGGTCCAATAT 
TCTAGGAGTCTCCCICACAGCCAT 3CTCGGGGAGACTGGTCCCTGGAT 



Entry Created: 
Last Updated : 

COMMENTS 



LIBRARY 
dbEST lib id: 
Tib Nan^.e: 
(jrgani sm : 
Strain : 

DevelC'p . stage : 
Lab host: 
Vector : 
R. Site 1: 
R. Site 2: 
Description : 



Dec 11 :.000 
Dec 11 .UOO 



cDNA LiL'rary Preparation: M.B. Scares Lab Clone- 

dist: i-but iiDn : clones will be available thro n^h Research 

Genet i. OS ( v;ww . res qen . com ■ This clone is als ^ available 

thrciugh *: ne I . I^I . A . G . E . Consortium at LLNL 

GinfcC^inage. llnl.govj . IMAGE ID- 1790944 



V' I-R-YO 

F.attus ri::- r v<3qi ::us 
Sprague- D awley 
adult 

lHICE (Life Te::hnologies ; 

pT7T3D-F'ac (Pharmacia,' with a modified polylinker 

Hot I 

Eco RI 

The UI-R-YC' library is a subtracted library derived from an 
individually-tagged normalized whcCe-eye :m:nus the l-ns; 
library. The driver for the subcra;:tion c^-;nc i s t e^i ::. t r a ". : 
cf all previous libraries ;UI-R-A:, UI-R-Al, U:-R-e:, 
Ul-R-El, UI-R-CO, and Ul-R-Cl) . Tne tag is a string cf 3-5 
nucleotides present betiwnen the MZ't I site ani the cligo-dT 
track which allows identification of the library of origin 
rf a clone within the mixture. The subtracted library 
.UI-R-YO; was constructed as follcv;s: PGR amplified cDNA 
inserts frc^m previC'US library clones from whi sh 3' ESTs had 
teen derived were used as a driver m a hybridization with 
the normalized whole-eye library in the form of 
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s ingle -St randed circles. The remaining s ingle- st randed 
circles subtracted library ^ was purified by hydrcxyap^itite 
column chrcmat c graphy , ccnverted tc dcuble-s t r^n le d rircles 
and ele St r cpcrated mt:: IHllB r^storla :lire Tr^ snn : 1 : j les . 
to generate the VI-?,-V^ linrary. This procedure nas neen 
previtusly describee 'Binaldc, Lenncn and Scares, Gencno 
Re sear:: n c: ~91-51c, 1^E?6 
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Medline UID: 
Title: 
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C i t a 1 1 C' n : 



97044477 

Nc>rmal i zat ion and subtraction: two approaches to fjcilitat- 
gene discovery 
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Genome Kes. c [9) : '^-^l-bOt 1956 
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